Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.054; wR factor = 0.129; data-to-parameter ratio = 9.2.
The asymmetric unit of the title compound, C 16 H 14 O 2 , contains one half-molecule, located on a twofold rotation axis. In the molecule, the two benzene rings form a dihedral angle of 72.28 (2) .
Related literature
For useful applications of 1,4-dicarbonyl compounds, see: Chiu & Sammes (1990) ; Greatrex et al. (2003) ; Nagarajan & Shechter (1984) . For details of the synthesis, see Nevar et al. (2000) .
Experimental
Crystal data Data collection: SMART (Bruker, 1997) ; cell refinement: SAINT (Bruker, 1999) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 
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Comment 1,4-Dicarbonyl compounds constitute key intermediates in various natural product syntheses, and they are important synthetic precursors of cyclopentenones, cyclopenta-1,3-diones, butenolides, and derivatives of furan and pyrrole (Chiu & Sammes, 1990; Greatrex et al., 2003; Nagarajan & Shechter, 1984) . Herewith we present the title compound (I) (Fig. 1) .
The asymmetric unit of (I) contains a half of the molecule located on a twofold rotational axis. Two benzene rings form a dihedral angle of 72.28 (2)°.
Experimental
The title compound was synthesized as previously described by Nevar et al. (2000) . Colourless crystals suitable for X-ray data collection were obtained by slow evaporation of a 1:3 ratio EtOAc:cyclohexane solution at room temperture.
Refinement
All H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined as riding, allowing for free rotation of the methyl groups. The constraint U iso (H) = 1.2 U eq (C) or 1.5 U eq (C) (methyl C) was applied. In the absence of anomalous scatterers, no attempt was made to establish the absolute configuration of the title compound, and 488 Friedel pairs were merged before the final refinement. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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